
Training School in Genomic data 

analysis in association studies 

This training school will focus on genome wide association studies (GWAS) and their use in genetic 

epidemiology/pharmacogenomics. It will take place in person in Pisa from the 19th to the 21st of 

June 2023 (three full days).  

Preliminary program: 

- Introduction to different sources of array data. 

- How to work with different data format (obtained from SNPs arrays) to obtain a usable dataset 

(binary files in plink format).  

- Data quality control procedures (QCs) to check for variants and or individuals to be excluded from 

the analysis.  

- Data imputation using dense reference panels. To increase the number of markers that are not 

directly genotyped in the study sample, genotype imputation will be carried out using TOPMed or 

HRC panels.  

- Statistical data analysis to obtain the summary statistics of a genome wide association study and 

data interpretation through Manhattan plots and qq-plots. 

- Generation of a Polygenic Risk Score (PRS). 

To apply please use the google form that you can find at this link: 

https://forms.gle/cs9k5kikChw6WNLS8 

Please note: a basic knowledge of programming is recommended to fully take advantage of the 

training school. 

Contact: Prof. Daniele Campa; email: daniele.campa@unipi.it 

 

https://es.sonicurlprotection-fra.com/click?PV=2&MSGID=202304180829540667445&URLID=5&ESV=10.0.19.7431&IV=5D39DBF2377DFF163E47A49D70A81062&TT=1681806596491&ESN=668QC1%2B36FnFRY5AfQGKdneiycuru%2F3JdffJEmuJ8Sw%3D&KV=1536961729280&B64_ENCODED_URL=aHR0cHM6Ly9mb3Jtcy5nbGUvY3M5azVraWtDaHc2V05MUzg&HK=F9BAC3B25E3A1D58F84452DAF11EA753401393AA663C6637394E4897BB1794F2

